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Supplementary Table 1. Significant genes changed over bronchial thermoplasty sessions 

Gene Raw P-value FDR adjusted P-value Gene Raw P-value FDR adjusted P-value 

ACSS1 <0.001 <0.001 MAGEE1 <0.001 <0.001 

ADAMTS15 <0.001 <0.001 MDC1 <0.001 <0.001 

ADARB1 <0.001 <0.001 MECP2 <0.001 <0.001 

ADD1 <0.001 <0.001 MEIS3 <0.001 <0.001 

AGAP1 <0.001 <0.001 MYO3B <0.001 <0.001 

AMIGO2 <0.001 <0.001 NCDN <0.001 <0.001 

APBB1 <0.001 <0.001 NCKIPSD <0.001 <0.001 

ARHGEF17 <0.001 <0.001 NPAS3 <0.001 <0.001 

ARRB1 <0.001 <0.001 NR3C2 <0.001 <0.001 

ATOH8 <0.001 <0.001 NTHL1 <0.001 <0.001 

ATP8B2 <0.001 <0.001 NXNL2 <0.001 <0.001 

BCL9 <0.001 <0.001 OXTR <0.001 <0.001 

BHLHE41 <0.001 <0.001 PAPPA2 <0.001 <0.001 

BTBD9 <0.001 <0.001 PARK2 <0.001 <0.001 

C16orf45 <0.001 <0.001 PDK2 <0.001 <0.001 

C3orf18 <0.001 <0.001 PDLIM4 <0.001 <0.001 

CAND2 <0.001 <0.001 PDPK1 <0.001 <0.001 

CBX7 <0.001 <0.001 PGPEP1 <0.001 <0.001 

CCDC136 <0.001 <0.001 PPARA <0.001 <0.001 

CCHCR1 <0.001 <0.001 PPP1R3F <0.001 <0.001 

CECR5 <0.001 <0.001 RASSF10 <0.001 <0.001 

CEMP1 <0.001 <0.001 RGAG4 <0.001 <0.001 

CFD <0.001 <0.001 RHOBTB2 <0.001 <0.001 

CHP2 <0.001 <0.001 RTN4RL1 <0.001 <0.001 

CNRIP1 <0.001 <0.001 SCD5 <0.001 <0.001 

CORO2B <0.001 <0.001 SCN4B <0.001 <0.001 

CYP27A1 <0.001 <0.001 SELM <0.001 <0.001 

DNASE1L1 <0.001 <0.001 SETBP1 <0.001 <0.001 

DROSHA <0.001 <0.001 SHANK2 <0.001 <0.001 

DSCAML1 <0.001 <0.001 SHISA6 <0.001 <0.001 

EPAS1 <0.001 <0.001 SHISA9 <0.001 <0.001 

ERF <0.001 <0.001 SHROOM2 <0.001 <0.001 

EXOSC2 <0.001 <0.001 SLC23A1 <0.001 <0.001 

FAM110B <0.001 <0.001 SLC25A42 <0.001 <0.001 

FAM117A <0.001 <0.001 SLC26A1 <0.001 <0.001 

FARS2 <0.001 <0.001 SNAP47 <0.001 <0.001 

FBN1 <0.001 <0.001 SNRPN <0.001 <0.001 

FBXO2 <0.001 <0.001 SNTB1 <0.001 <0.001 

FBXO42 <0.001 <0.001 SSBP3 <0.001 <0.001 

FOXK2 <0.001 <0.001 STXBP1 <0.001 <0.001 

GABRG3 <0.001 <0.001 TCEA2 <0.001 <0.001 

GADD45G <0.001 <0.001 TECPR2 <0.001 <0.001 



2 
 

GAL3ST1 <0.001 <0.001 THRA <0.001 <0.001 

GEMIN4 <0.001 <0.001 TMEM150C <0.001 <0.001 

GPN2 <0.001 <0.001 TMEM151B <0.001 <0.001 

HEYL <0.001 <0.001 TMEM98 <0.001 <0.001 

HIF1AN <0.001 <0.001 TOB1 <0.001 <0.001 

HIP1 <0.001 <0.001 TRIM9 <0.001 <0.001 

HSD17B2 <0.001 <0.001 UBE3B <0.001 <0.001 

IGFBP5 <0.001 <0.001 UBTF <0.001 <0.001 

INMT <0.001 <0.001 USP21 <0.001 <0.001 

IQSEC1 <0.001 <0.001 VGLL3 <0.001 <0.001 

IRX3 <0.001 <0.001 WSCD2 <0.001 <0.001 

IRX5 <0.001 <0.001 ZBTB22 <0.001 <0.001 

KEL <0.001 <0.001 ZFYVE1 <0.001 <0.001 

KLHDC7A <0.001 <0.001 ZNF331 <0.001 <0.001 

LDHD <0.001 <0.001 ZNF853 <0.001 <0.001 

LIMCH1 <0.001 <0.001 ZSCAN21 <0.001 <0.001 
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Supplementary Table 2. 421 significant differentially expressed genes from Meta-analysis 

Gene Effect size FDR adjusted P-value Gene Effect size FDR adjusted P-value 

HMGN2 -1.05 3.48E-32 EPHB3 0.98 1.86E-06 

KCNK6 1.32 1.94E-29 PLEC 0.55 2.05E-06 

ERGIC1 0.98 1.14E-23 CDCA2 0.65 2.19E-06 

KCNA1 -1.26 3.66E-20 SLC27A4 0.95 2.23E-06 

DNAH5 -0.86 7.27E-19 CAMTA1 -0.44 2.23E-06 

PARM1 0.99 1.70E-18 CGREF1 0.95 2.30E-06 

SNTB1 -1.07 1.55E-17 NT5E -0.51 2.43E-06 

BMS1 0.65 1.80E-17 MPP7 -0.60 2.56E-06 

SLC6A8 1.07 2.76E-16 PHIP -0.41 2.61E-06 

LONRF1 -0.79 8.84E-16 RAD51B -0.72 2.65E-06 

B3GNT6 1.06 7.62E-15 ALG10B -0.62 2.88E-06 

SUSD4 -1.01 8.96E-15 FAM181B 0.62 3.21E-06 

SLC30A1 -1.05 9.41E-15 NAV1 0.47 3.40E-06 

ABHD2 0.63 1.26E-14 CHD2 -0.41 3.40E-06 

MAPK13 1.10 5.73E-14 ZNF23 -0.56 3.44E-06 

POTEE -0.78 6.43E-14 SETBP1 -0.64 3.47E-06 

PCDH17 -0.97 6.70E-14 DDX54 0.61 3.66E-06 

AKR1B10 1.07 7.11E-14 PARD6B -0.79 3.72E-06 

IL1R2 1.02 7.73E-14 HM13 0.59 3.84E-06 

CEACAM5 1.38 9.84E-14 AMIGO2 -0.93 3.84E-06 

MAGI2-AS3 -0.87 5.21E-13 TGM3 -0.92 4.06E-06 

HNMT -0.84 5.22E-13 ZNF236 -0.64 4.06E-06 

TFF3 0.73 7.36E-13 ESRRA 0.85 4.11E-06 

CNTD1 -1.47 7.72E-13 CYP2A13 -0.92 4.11E-06 

HNF1A-AS1 -1.64 9.39E-13 CASC2 -0.49 4.25E-06 

SUMO2 -0.57 1.16E-12 SERP1 -0.50 4.26E-06 

CEACAM3 0.91 2.29E-12 ZNF135 -0.53 4.26E-06 

FZD5 0.79 2.43E-12 TMEM131 -0.64 4.32E-06 

MUC5AC 0.86 2.87E-12 SLC19A2 -0.92 4.69E-06 

PROS1 -0.96 2.87E-12 SGK1 0.92 4.79E-06 

DDIT4 1.40 4.43E-12 ST6GAL1 0.61 4.79E-06 

PRKAR2B -1.41 4.75E-12 YKT6 0.64 4.79E-06 

C8orf34 -0.68 5.28E-12 ZXDA -0.67 4.79E-06 

RABL2A -0.83 7.13E-12 DNM1L 0.51 4.82E-06 

FOXA2 -0.75 1.10E-11 UPK1B 0.97 5.03E-06 

ASRGL1 0.67 1.40E-11 PROM1 -0.91 5.56E-06 

GNPNAT1 0.96 1.62E-11 SLC39A10 -0.91 5.65E-06 

GMPPA 0.96 1.62E-11 SLC7A11 0.51 5.69E-06 

HMGN1 -0.60 1.94E-11 WDR72 0.73 5.89E-06 

SLC41A1 -0.96 2.03E-11 MFSD8 -0.60 6.68E-06 

CD302 -0.96 2.30E-11 PVRL1 0.58 7.03E-06 

SURF4 0.86 3.67E-11 SLC39A8 0.72 7.10E-06 
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RAB6B -0.92 4.62E-11 PRKX 0.90 7.50E-06 

DPYSL3 0.89 4.78E-11 CPEB2 -0.60 7.58E-06 

SLC6A10P 1.49 5.95E-11 GBA2 0.62 7.78E-06 

CA12 0.78 6.89E-11 HMGN2P46 -1.00 7.78E-06 

ABCC4 -0.69 8.83E-11 LMNA 0.53 7.95E-06 

CCL15 -1.47 9.41E-11 MTHFD2 1.09 8.03E-06 

OSBPL6 -0.88 1.08E-10 HDLBP 0.48 8.10E-06 

INO80 -0.88 1.22E-10 GMPR 0.90 8.47E-06 

PPP1R9A -0.80 1.27E-10 SYNJ2 0.45 8.60E-06 

AGPAT4 0.72 1.70E-10 FAM181A -0.89 8.82E-06 

GSTA2 -0.96 1.96E-10 ZNF75D -0.44 9.36E-06 

NSUN7 -0.86 2.45E-10 OCLN -0.49 9.41E-06 

TSPAN5 0.82 2.47E-10 BATF 0.89 9.50E-06 

TCN1 1.27 2.56E-10 ALPL 0.62 9.54E-06 

LTF -1.27 2.91E-10 ZDHHC17 -0.52 9.54E-06 

GPT2 0.90 3.61E-10 DHRS13 0.64 1.03E-05 

ITPRIPL2 0.63 3.61E-10 NCAPG 0.81 1.13E-05 

SERINC2 0.73 4.05E-10 PBLD -0.45 1.13E-05 

ATP6V1B1 -0.86 4.34E-10 ENTPD8 0.98 1.18E-05 

STK17A -0.81 4.95E-10 MAPK8IP1 0.61 1.20E-05 

CDH12 -0.88 6.14E-10 FBXL8 0.96 1.26E-05 

TPRXL 1.24 7.08E-10 EIF1B -0.80 1.31E-05 

EPB41L2 -1.39 9.26E-10 CHPF 0.88 1.31E-05 

NR1D2 -0.83 1.46E-09 HEY2 -0.61 1.31E-05 

PPP4R4 -0.78 1.72E-09 ACADM -0.87 1.34E-05 

ZNF273 -0.54 1.92E-09 POGZ -0.61 1.39E-05 

EFNB2 -0.83 2.48E-09 HMCN1 -0.64 1.43E-05 

GSN 0.94 2.65E-09 GLI3 -0.74 1.46E-05 

HSD17B11 -0.85 2.65E-09 PSIP1 -0.42 1.47E-05 

CD109 1.06 2.71E-09 ZNF382 -0.80 1.53E-05 

TNFRSF11B 0.81 2.75E-09 CCDC30 -0.49 1.61E-05 

GAD1 0.78 2.83E-09 WDR55 0.58 1.61E-05 

P4HB 0.78 2.96E-09 ZBTB4 -0.79 1.61E-05 

PIEZO2 -0.62 3.06E-09 SCNN1A 0.74 1.64E-05 

FBXL7 0.85 3.17E-09 SLC7A8 0.65 1.67E-05 

ARNTL2 0.76 3.37E-09 SCYL1 0.60 1.73E-05 

SCAI -0.57 3.61E-09 AMZ2P1 -0.63 1.73E-05 

KCNMB2 -0.80 4.22E-09 SLC38A7 0.55 1.78E-05 

SULF1 -0.99 5.80E-09 SGCE -0.86 1.86E-05 

SLCO4C1 -0.79 6.48E-09 DPY19L3 -0.52 1.87E-05 

SPTSSA 1.30 6.61E-09 SNX9 0.60 1.95E-05 

PACSIN2 0.79 6.61E-09 SERPINF2 1.01 1.95E-05 

FUT3 1.09 6.77E-09 FAM114A1 0.71 2.20E-05 

PEG10 -1.06 6.84E-09 RAB35 0.57 2.20E-05 

FHOD3 -1.16 7.45E-09 SFT2D2 0.85 2.21E-05 



5 
 

PKD2 -0.83 7.47E-09 SCML1 -0.59 2.22E-05 

SCGB1A1 -1.16 7.76E-09 DAPK1 -0.59 2.26E-05 

SPAG6 -0.79 7.90E-09 TLR5 -0.85 2.34E-05 

BMPR1A -0.65 8.50E-09 STRBP -0.45 2.40E-05 

PCDH7 -0.54 9.71E-09 PBK 0.85 2.40E-05 

SH3RF1 -0.78 9.71E-09 RAC3 0.85 2.40E-05 

CBX7 -0.82 1.13E-08 RAD51D 0.64 2.43E-05 

CEACAM6 0.78 1.24E-08 PCNXL2 -0.41 2.43E-05 

CKMT1A 0.86 1.47E-08 CTNNAL1 -0.85 2.57E-05 

PRSS16 1.14 1.51E-08 SLC7A2 -0.72 2.58E-05 

VAPA -0.68 1.53E-08 GOLGA3 0.56 2.58E-05 

FGFR1 0.69 1.55E-08 DCAF4 0.49 2.61E-05 

DEFB1 1.13 1.77E-08 AKAP12 0.51 2.66E-05 

PIK3R3 0.62 2.11E-08 BSG 0.61 2.95E-05 

TMSB10 1.12 2.22E-08 KLK10 -0.58 3.10E-05 

RAB3D 0.76 2.25E-08 ZNF812 0.93 3.16E-05 

SEZ6L2 0.73 2.25E-08 TPX2 0.83 3.62E-05 

FEN1 0.76 2.57E-08 B4GALT2 0.50 3.63E-05 

GJB1 0.80 2.59E-08 PIAS1 -0.55 3.64E-05 

KRT8 1.00 2.69E-08 TGFBR3 -0.76 3.68E-05 

CPSF4 1.11 3.08E-08 DOHH 0.76 3.72E-05 

ARRDC3 -0.79 4.00E-08 SLC6A13 -0.58 3.93E-05 

SRSF7 -0.83 4.07E-08 CRK 0.58 3.94E-05 

PTPRH 1.10 4.43E-08 TTC16 -0.83 3.94E-05 

TAGLN2 0.75 4.43E-08 BCL11A -0.44 3.98E-05 

TOMM40 0.65 4.65E-08 AP1M1 0.76 4.20E-05 

SLC9B2 0.83 4.68E-08 NRXN3 -0.53 4.20E-05 

FXYD6 -1.09 5.26E-08 TMEM68 -0.58 4.23E-05 

ARMCX3 0.75 5.39E-08 PAQR3 -0.57 4.29E-05 

TTLL12 0.99 5.40E-08 TSC22D3 0.70 4.54E-05 

MTR -0.62 5.40E-08 SMG9 0.92 4.56E-05 

RBPJ -0.60 5.40E-08 MAP2K2 0.70 4.79E-05 

PEAK1 -0.57 5.71E-08 ZFYVE28 -0.74 4.89E-05 

SEC14L3 -0.87 5.84E-08 FZD4 -0.57 5.20E-05 

DPP3 0.99 6.46E-08 ADM2 0.82 5.42E-05 

TAOK3 0.74 6.70E-08 FAM65C -0.48 5.55E-05 

GALM -1.02 7.20E-08 PTPRT -0.59 5.73E-05 

PSCA 0.77 8.55E-08 SLC6A16 -0.75 5.82E-05 

PGM5 -0.52 9.35E-08 DAPK3 0.74 5.93E-05 

TIMP1 1.07 9.65E-08 PLA2G16 -0.56 5.95E-05 

MFSD2A 0.62 9.97E-08 MUC15 -0.74 6.04E-05 

HOMER3 0.91 1.00E-07 PPRC1 -0.81 6.05E-05 

DPY19L2 -0.53 1.02E-07 ELFN2 0.69 6.06E-05 

KRT6A 1.06 1.05E-07 APOPT1 0.90 6.41E-05 

AVPI1 -1.06 1.06E-07 RRBP1 0.61 6.49E-05 
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CPT1A 0.73 1.11E-07 RBMS1 -0.42 6.49E-05 

SDCBP2 1.06 1.13E-07 PRKAA2 -0.43 6.91E-05 

ARNTL 0.97 1.23E-07 CXorf57 -0.56 7.13E-05 

TMCO3 0.67 1.28E-07 ABCA10 -0.89 7.14E-05 

SRI -0.72 1.30E-07 EFCAB2 -0.51 7.49E-05 

RNF135 -0.72 1.30E-07 PHLDB2 0.43 7.50E-05 

FAM83A 0.66 1.34E-07 GPR155 -0.53 7.68E-05 

LPGAT1 -0.69 1.34E-07 CYP2W1 -0.80 7.78E-05 

LPAR3 -0.60 1.42E-07 RGS17 -0.80 7.91E-05 

LINC00261 -1.18 1.42E-07 LETM1 0.68 8.27E-05 

PSMD1 0.72 1.56E-07 ZNF626 -0.45 8.66E-05 

PTGFR -0.72 1.56E-07 ZNF518A -0.53 9.08E-05 

ZNF853 -0.72 1.56E-07 CD36 0.49 9.34E-05 

CCDC169 -1.17 1.72E-07 CHRNB1 0.57 0.000114 

SCGB3A1 -1.04 1.74E-07 TTC39A -0.53 0.000115 

CNTN3 -0.62 1.75E-07 CLCA1 0.78 0.000117 

RANGRF 0.72 1.77E-07 ESCO2 0.63 0.000117 

MTFP1 1.16 1.81E-07 PBRM1 -0.41 0.000117 

TSTA3 0.95 1.87E-07 RCAN2 -0.78 0.000121 

CD55 -0.66 1.87E-07 CNIH2 0.78 0.000125 

FTO -1.05 1.87E-07 PLAG1 -0.78 0.000133 

AQP4 -0.63 1.88E-07 SHANK2 -0.47 0.000136 

SH3BGRL -0.95 1.88E-07 HMG20B 0.66 0.000137 

SPOPL -0.71 2.02E-07 DDN 0.77 0.000138 

CNTF 1.16 2.16E-07 CLDN23 -0.71 0.000138 

SYT8 1.04 2.17E-07 C5orf45 -0.56 0.000142 

GMDS 0.95 2.26E-07 MED30 -0.66 0.000143 

CHST9 -0.94 2.29E-07 SHC1 0.54 0.000143 

C14orf132 -0.71 2.31E-07 SLC35A3 -0.51 0.000154 

ZC3H6 -0.71 2.37E-07 BPIFB2 0.85 0.000157 

AXIN2 -0.56 2.37E-07 SLC9B1 -0.78 0.000157 

F5 0.68 2.41E-07 IL1RL1 0.61 0.000162 

ENO1 0.68 2.52E-07 SACM1L -0.77 0.000163 

PRR4 1.03 2.65E-07 RRP36 0.85 0.000167 

SNED1 -0.67 2.77E-07 MELK 0.76 0.00017 

LIFR -0.55 2.87E-07 CCDC81 -0.76 0.00017 

TMEM45A -1.02 2.98E-07 TMED9 0.65 0.000173 

AR -0.81 3.23E-07 QPRT -0.53 0.000184 

SLC13A3 -1.06 3.67E-07 TSEN54 -0.51 0.00019 

IRAK3 0.67 3.83E-07 CST1 0.76 0.000197 

KCTD12 -1.09 3.83E-07 SLC9A3 0.76 0.0002 

DAB2IP 0.67 3.85E-07 GATA6 -0.69 0.000222 

HIST1H4K 1.12 4.78E-07 TRIM13 -0.48 0.00023 

CRIM1 -0.56 5.03E-07 LINC00176 0.83 0.000267 

GEMIN8P4 0.77 5.07E-07 EPHA1 0.68 0.000272 
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FOXD2 0.72 5.10E-07 DNAJC27 -0.48 0.000283 

CCBL1 0.85 5.10E-07 TMEM14A -0.74 0.000284 

CD44 0.76 5.51E-07 ZNF418 -0.74 0.000292 

HCAR3 1.12 5.60E-07 C16orf52 -0.47 0.000293 

RASA2 -0.58 5.72E-07 INF2 0.41 0.000295 

UBE2H 0.59 5.78E-07 ZXDC -0.35 0.000295 

KRTCAP3 -0.72 6.27E-07 ARPC1B 0.74 0.000295 

GMPPB 0.68 6.74E-07 ORMDL3 0.52 0.000295 

SLAMF7 -1.10 7.08E-07 HIST4H4 0.82 0.000295 

HCAR2 1.11 7.37E-07 SKAP1 -0.74 0.000306 

CD63 0.72 7.59E-07 DDAH2 -0.63 0.000308 

ADIPOR2 -0.71 7.83E-07 RNPC3 -0.37 0.000331 

PP7080 0.75 8.04E-07 WFDC6 -0.73 0.000344 

LTB4R2 0.71 8.50E-07 C5orf42 -0.51 0.000373 

PML 0.38 9.55E-07 FHOD1 0.73 0.000388 

SLIT2 -0.98 9.65E-07 CLN6 0.55 0.000406 

ANO7 0.98 1.01E-06 RRN3P2 -0.66 0.000418 

TRPM4 0.98 1.01E-06 SPHK1 0.72 0.000437 

GDNF 0.51 1.06E-06 CLPX -0.50 0.000473 

NR3C2 -0.97 1.09E-06 SYT5 0.50 0.000521 

HN1 0.84 1.20E-06 KIF1B -0.36 0.000548 

CORO2A -0.67 1.22E-06 EFEMP1 -0.60 0.000561 

PLB1 0.49 1.25E-06 DPP4 -0.60 0.000569 

VSIG2 0.89 1.25E-06 RAB13 0.70 0.000634 

PIP -0.97 1.30E-06 SS18 -0.45 0.000649 

ASPHD2 0.67 1.31E-06 DHDDS 0.41 0.000662 

CYP2J2 -0.97 1.32E-06 POU2AF1 -0.64 0.000785 

NF2 0.43 1.33E-06 SLC39A7 0.68 0.000896 

PCDH1 0.66 1.51E-06 ANK1 0.35 0.000947 

STXBP1 -0.70 1.54E-06 TSC1 -0.68 0.000986 

KCNE3 0.82 1.57E-06 RANGAP1 0.58 0.001137 

TRAF3IP2 -0.66 1.70E-06 WBSCR16 0.53 0.001254 

PLSCR4 -0.96 1.79E-06 FHL1 1.10 0.002013 

CREB5 0.53 1.83E-06    
 


